
NI.Sc. (Part-I) Semester-I (C.B.C.S. Scheme) Examinrtion
BIOINFORT{.\TICS

(Introduction to Bio-Informatics)

Papcr-IV
Timc : Thlee Hoursl [Nlaximum Marks :

Notc l-(l) AII questions arc compulsoD'and carry- equal marks.
(2) Draw well labellcd diagrams *herever nccessary.

1. -\ttempt rhe lbllowing :

(a) Justiry "Bioformatics Amulti disciplinary approach".
(b) Explain scopc of Bioinfomratics.
(c) Describe rolc of inlemet irl Bioirlormatics.
(l) Cive an), tu,o biological problems rhat requirc computational melhods lor their solution

OR
(p) Give an] t\\,o de.linitions of Bioinformatics.
(q) Descrihc the lactors rvhlch lcd ro emergence ol Bioinformatics as a separate discipline.
(r) Fnlist any four applications ofBioinfomratics.
{cr Hr.luriLal erenr< of BioinfnmaticscmerE(n(e.

2. Whal is DNA ? Describc in detail dilltrent methods ofDNA sequencing.
OR

Defino protein. Explain in detail prolein structure dcterminalion ntcthods.

-1. L-xplain:
(a) features of}ASTA sequencc format.
(b) NCBI a. a galc\\a) ro Biuinlbrmat,c( reqoJrccs.
(c) IilVIli, as a primary nLrcleotide sequencc database.
(d) i.eaturcs ofPDB forntat.

ol{
(p) Lcatures of Multiplc Sequence format (MSF).
(q) NIIPS as a gate\\'ay to Bioinformalics.
(r) EST as subsidiary data storage.
(s) Featurcs of flyBase.

,1. What is NCBI ? Describc in dctail data acccss- rctrieval and subnission in NCBI.
oll

\!ha1 is EB1 ? Describe in detail data access- ret eval and submission in EBl.
5. Aftempt the following:

(a) Definc sequence aligmnent. Give different typcs ofalignment.
(t) DilTerentiate between sequence similarity and sequence homology.
(c) What is gap pcnalty ? Describe the rolc ofgap penalty in alignment score.
(d) Explain sequcnce similarilv searching by BLAS L

OR
(p) Give the significancc ofsequence alisnment.
(q) What is sequence homology ? Explain dilTerent homologous relationships.
(r) Explain sequcnce similari$, searching by IASTA.
(s) Distinguish bctueen global and local sequence alignmont.
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