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M.Sc. Pan-I Semester-Il (CBCS scheme) Exrmination

BIOINFORMATICS
(fechDiques in BioiDformatics)

Paper-VIII
Time : Thrce Hoursl [Maximum Marks : 80

Note :- (l) ALL queslions are compulsory and carry equal

marks.

Draw suitable diagram whcrever necessary(2)

Describ€:

(a) Pimary nucleotide scquence database with an

examplc. 4

('b) Need of derived databases 4

(c) CATH as a struchre database. 4

(d) TNTERPRO 4

OR

(p) Primary protein sequence data with a[ examPle

l

(q)

G)

G)

PRINTS as a derived database.

GeDome databases

STS as a repository for genomic sequences

4

4

4

4
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4l-xplain :

(a) Any one algorithm used for s€arching s€quence paftem.

4

(b) Scan prosite 4

(c) Role of Bioinform4tics in identiftcation ofdisease
genes. 4

(d) SNP database. 4

OR

(p) Any one algorithm used for generation ofsequence
profles. 4

(q) PHI-BLAST 4

(r) LIMMeT 4

(s) Role ofBioinformatics iD gene exgession profiling.
4

Describe :

(a) CPG Islands 4

(b) Gibbs sampling technique 4

(c) Genc prediction in Prokaryotes 4

(d) SplicEd Aligrnnent - 4

OR

(p) Reverse gene lurding 4

(q) Cene prediction in Euka.ryotes 4

(r) DNAlinguistics 4

(s) HMM in gene predictiotr. 4

What is genome rearrangement ? Describe in dctail the
common rcatrangement evenls in unichromosomal and
mr:ftichromosomal gcnomes. 16

OR

Wlul is Permutation ? Describc in detail the role of signed
unsigned and lransformation of pemutation in genome
reirrangement. 16

Define DNAMicroanay. Explain different databases and

tools uscd h DNA microarray analysis. 16

oll
Describc in detail nonnalization ofmicroarray data Explain
their role in detecting differential gene expression and

correlation ofgenc expression data to biological process.
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3
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